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1. HN Gene ( NCBI Sequences MH678682.1 )

ATGGCATCGGATAATATTAATGATCTAATACAGTCAGGAG
TGAATACAAGGCTTCTTACAATTCAGAGTCATGTCCAGAA
TTATATACCAATATCATTGACACAACAAATGTCGGATCTT
AGGAAATTCATTAGTGAAATTACAATTAGGAATGATAATC
AAGAAGTGCCTCCACAAAGAATAACACATGATGTGGGCAT
AAAACCTTTAAATCCAGATGATTTTTGGAGATGCACGTCT
GGTCTTCCATCTTTAATGAAAACTCCAAAAATAAGGTTAA
TGCCGGGGCCGGGATTATTAGCTATGCCAACGACTGTTGA
TGGCTGTGTTAGAACTCCGTCCTTAGTTATAAATGATCTG
ATTTATGCTTATACCTCAAATCTAATTACTCGAGGTTGCC
AGGATATAGGAAAATCATATCAAGTATTACAGATAGGGAT
AATAACTGTAAACTCAGACTTGGTACCTGACTTAAATCCT
AGGATCTCTCATACTTTCAACATAAATGACAATAGAAAGT
CATGTTCTCTAGCACTCCTAAATACAGATGTATATCAACT
GTGTTCGACTCCCAAAGTTGATGAAAGATCAGATTATGCA
TCATCAGGCATAGAAGATATTGTACTTGATATTGTCAATC
ATGATGGTTCAATCTCAACAACAAGATTTAAGAACAATAA
TATAAGTTTTGATCAACCATATGCGGCATTATACCCATCT
GTTGGACCAGGGATATACTACAAAGGCAAAATAATATTTC
TCGGGTATGGAGGTCTTGAACATCCAATAAATGAGAATGC
AATCTGCAACACAACTGGGTGTCCCGGGAAAACGCAGAGA

GACTGCAATCAGGCATCTCATAGTCCCTGG CAGACA

GAAGGATGGTCAACTCCATT ( 5ete)



